
275.00080101.ST25.txt 
SEQUENCE LISTING 



<110> MEDICAL COLLEGE OF GEORGIA RESEARCH INSTITUTE, INC. 

<120> NaCT AS A TARGET FOR LIFESPAN EXPANSION AND WEIGHT REDUCTION 

<130> 275.0008 0101 

<140> 10/718,359 
<141> 2003-11-20 

<150> 60/428,469 
<151> 2002-11-22 

<150> 60/459,441 
<151> 2003-04-01 

<160> 31 

<170> Patentln version 3.2 

<210> 1 
<211> 2602 
<212> DNA 

<213> Drosophila melanogaster 
<400> 1 

ttcaccgttt ccgaatcgga cgaaccgggc 
gagtcccgat aaggatataa ctacaaccta 
gtttcgaaaa gtaaatagag tacttgttat 
tattcctgtg aaagccagac aaacggatac 
cgccactgga catcaaaatg gaaattgaaa 
gctccaactt cttcgctaac cactggaagg 
gtctgcctgt tatgctgcta aacgaaggcg 
taatggccat attttgggtt acggaagcct 
ttgtggcctt cccaataatg ggtataatga 
aggatacgct ggtgatgttc atgggcggca 
atctacacaa acgtcttgcc ttgagggtaa 
tacactttgg cctcatcatg gttacaatgt 
gtactgccat gatgtgtccg attatccaag 
tctgcaaaat caaccatgag cctcaatacc 
aggatgagcc accatacccc accaagatca 
cctcctcgct gggtggctgt ggaaccatca 
gcatctacga ggctcgtttc aagaactcca 
tctactcggt gccatccatg ttggtctaca 



gtgattgctc 


tcctgctgct 


ttcgagatcg 


60 


aagaggaatc 


caagcctcct 


cctgccgcta 


120 


caactgggaa 


gcggagatac 


atagctccga 


180 


caacgaacaa 


tcgccatatc 


tacacgccac 


240 


ttggcgaaca 


accccagcct 


ccggtgaagt 


300 


gattggttgt 


gttcctggtg 


ccgctgctat 


360 


ccgaatttcg 


gtgcatgtac 


ctccttttgg 


420 


tgcctctcta 


tgtgacgtcc 


atgataccga 


480 


gctcggatca 


gacttgccgc 


ttgtacttca 


540 


ttatggtcgc 


cctggctgtg 


gagtactgta 


600 


tccagatcgt 


gggctgcagt 


ccccgcagat 


660 


ttttgagcat 


gtggatttcg 


aacgccgcct 


720 


ccgtgctgga 


ggagctgcag 


gctcagggtg 


780 


aaatcgttgg 


aggcaacaag 


aaaaacaacg 


840 


ctctgtgcta 


ctatctgggc 


attgcctacg 


900 


tcggaactgc 


caccaatctt 


accttcaagg 


960 


ccgaacagat 


ggacttcccc 


accttcatgt 


1020 


ccttgctgac 


attcgtgttc 


ctgcaatggc 


1080 
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acttcatggg 


tctgtggcgt 


cccaagagca 


aggaggcaca 


ggaagtccag 


aggggacgag 


1140 


agggcgccga 


tgtcgccaaa 


aaggttatcg 


atcagcgcta 


caaggatctg 


ggtcccatgt 


1200 


ccattcacga 


gatccaagtg 


atgattctgt 


tcatttttat 


ggttgtgatg 


tacttcaccc 


1260 


gcaagcccgg 


catctttttg 


ggatgggccg 


atttgctgaa 


ttccaaggac 


attcgtaact 


1320 


ctatgcccac 


tatttttgtc 


gtcgtcatgt 


gcttcatgct 


gcccgccaat 


tatgctttcc 


1380 


tacgctactg 


caccagacgc 


ggtggtccag 


tgcccacggg 


tcccactcca 


tcgctgatca 


1440 


cctggaagtt 


catccagacc 


aaggtgccat 


ggggtctggt 


gttcctgctt 


ggcggtggct 


1500 


tcgctttggc 


cgaaggcagc 


aagcagagcg 


gcatggccaa 


gctgattggc 


aatgctctga 


1560 


ttggattgaa 


ggttctgccc 


aactctgtcc 


tcttactggt 


ggtcatcctg 


gtggctgtgt 


1620 


tcctgaccgc 


cttcagctcc 


aatgtggcga 


ttgccaacat 


tattattccc 


gttctggccg 


1680 


agatgtccct 


ggccattgag 


atccatcctc 


tgtacctgat 


cctgcccgct 


ggcttggcct 


1740 


gcagtatggc 


cttccacctg 


ccggttagta 


ctccgcccaa 


cgctttggtt 


gctggctatg 


1800 


ccaacattag 


gacgaaggac 


atggccattg 


ctggaatcgg 


tccgaccatc 


attaccatca 


1860 


tcaccctgtt 


tgttttctgc 


caaacctggg 


gcctggtcgt 


ctatccgaac 


cttaactcgt 


1920 


tccccgaatg 


ggctcagatt 


tatgccgcgg 


cagcactggg 


aaacaagacg 


cactagatag 


1980 


ttagtaatta 


gtgtaaataa 


ctaacatacc 


cgtcacagcg 


ataaagttga 


ggaaaattta 


2040 


gggaatttta 


aacgaaaagt 


gcctttgctg 


acagcgaaaa 


atgtgaaaaa 


tatttaacta 


2100 


tgtatacttg 


catttcagag 


ttgcgaaaag 


ttttgataca 


aaagcattac 


ctactgttta 


2160 


gaaaaatgtg 


ttaaaaaaaa 


aacgtatcgc 


aatatactgt 


taatcaggaa 


ttgaacacct 


2220 


ggtctacgca 


ctcagctaaa 


tatttaaata 


caaattaatg 


ttacttaatt 


gttgcattta 


2280 


gcataaaaat 


ggaaaagatt 


tggaaaagtt 


agaacagttt 


gttcaatggc 


agccctggcc 


2340 


tgctaatatt 


ttaaataact 


agactgagag 


aacttacata 


ttcatacatg 


tttttcaact 


2400 


tgtaaaaatt 


tttaaatgaa 


caactcactc 


aatacttcat 


tgcgaaccaa 


aatgaacaca 


2460 


caaatagcgg 


taggctaagc 


ttaaatgata 


ctgtgtacat 


tttcagatga 


tttatgtttt 


2520 


atatagtttg 


taaaaaatat 


taaataataa 


aaagctcaac 


cgccaataaa 


aaaaaaaaaa 


2580 


aaaaaaaaaa 


aaaaaaaaaa 


aa 








2602 



<210> 2 

<211> 572 

<212> PRT 

<213> Drosophila melanogaster 

<400> 2 

Met Glu lie Glu lie Gly Glu Gin Pro Gin Pro Pro val Lys cys ser 
1 5 10 15 
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Asn Phe Phe Ala Asn His Trp Lys Gly Leu val val Phe Leu Val Pro 
20 25 30 

Leu Leu Cys Leu Pro Val Met Leu Leu Asn Glu Gly Ala Glu Phe Arg 
35 40 45 

Cys Met Tyr Leu Leu Leu val Met Ala lie Phe Trp val Thr Glu Ala 
50 55 60 

Leu Pro Leu Tyr val Thr Ser Met lie Pro lie val Ala Phe Pro lie 
65 70 75 80 

Met Gly lie Met Ser Ser Asp Gin Thr Cys Arg Leu Tyr Phe Lys Asp 
85 90 95 

Thr Leu val Met Phe Met Gly Gly lie Met Val Ala Leu Ala val Glu 
100 105 110 

Tyr Cys Asn Leu His Lys Arg Leu Ala Leu Arg Val lie Gin lie Val 
115 120 125 

Gly Cys Ser Pro Arg Arg Leu His Phe Gly Leu lie Met val Thr Met 
130 135 140 

Phe Leu Ser Met Trp lie Ser Asn Ala Ala Cys Thr Ala Met Met Cys 
145 150 155 160 

Pro lie lie Gin Ala Val Leu Glu Glu Leu Gin Ala Gin Gly Val Cys 
165 170 175 

Lys lie Asn His Glu Pro Gin Tyr Gin lie Val Gly Gly Asn Lys Lys 
180 185 190 

Asn Asn Glu Asp Glu Pro Pro Tyr Pro Thr Lys lie Thr Leu Cys Tyr 
195 200 205 

Tyr Leu Gly lie Ala Tyr Ala Ser Ser Leu Gly Gly Cys Gly Thr lie 
210 215 220 

lie Gly Thr Ala Thr Asn Leu Thr Phe Lys Gly lie Tyr Glu Ala Arg 
225 230 235 240 

Phe Lys Asn ser Thr Glu Gin Met Asp Phe Pro Thr Phe Met Phe Tyr 
245 250 255 

Ser val Pro Ser Met Leu val Tyr Thr Leu Leu Thr Phe val Phe Leu 
260 265 270 
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Gin Trp His Phe Met Gly Leu Trp Arg Pro Lys Ser Lys Glu Ala Gin 
275 280 285 

Glu val Gin Arg Gly Arg Glu Gly Ala Asp val Ala Lys Lys val lie 
290 295 300 

Asp Gin Arg Tyr Lys Asp Leu Gly Pro Met Ser lie His Glu lie Gin 
305 310 315 320 

val Met lie Leu Phe lie Phe Met Val val Met Tyr Phe Thr Arg Lys 
325 330 335 

Pro Gly lie Phe Leu Gly Trp Ala Asp Leu Leu Asn Ser Lys Asp lie 
340 345 350 

Arg Asn Ser Met Pro Thr lie Phe Val Val Val Met Cys Phe Met Leu 
355 360 365 

Pro Ala Asn Tyr Ala Phe Leu Arg Tyr cys Thr Arg Arg Gly Gly Pro 
370 375 380 

val Pro Thr Gly Pro Thr Pro Ser Leu lie Thr Trp Lys Phe lie Gin 
385 390 395 400 

Thr Lys Val Pro Trp Gly Leu Val Phe Leu Leu Gly Gly Gly Phe Ala 
405 410 415 

Leu Ala Glu Gly Ser Lys Gin ser Gly Met Ala Lys Leu lie Gly Asn 
420 425 430 

Ala Leu lie Gly Leu Lys Val Leu Pro Asn ser val Leu Leu Leu val 
435 440 445 

Val lie Leu val Ala Val Phe Leu Thr Ala Phe Ser Ser Asn Val Ala 
450 455 460 

lie Ala Asn lie lie lie Pro val Leu Ala Glu Met Ser Leu Ala lie 
465 470 475 480 

Glu lie His Pro Leu Tyr Leu lie Leu Pro Ala Gly Leu Ala cys Ser 
485 490 495 

Met Ala Phe His Leu Pro Val ser Thr Pro Pro Asn Ala Leu val Ala 
500 505 510 

Gly Tyr Ala Asn lie Arg Thr Lys Asp Met Ala lie Ala Gly lie Gly 

Page 4 



\ 



275.00080101.ST25.txt 
515 520 525 

Pro Thr lie lie Thr lie lie Thr Leu Phe Val Phe Cys Gin Thr Trp 
530 535 540 

Gly Leu val val Tyr Pro Asn Leu Asn Ser Phe Pro Glu Trp Ala Gin 
545 550 555 560 

lie Tyr Ala Ala Ala Ala Leu Gly Asn Lys Thr His 
565 570 

<210> 3 
<211> 3254 
<212> DNA 
<213> rat NaCT 

<400> 3 



ccaat" rt" at c 

v_ v_ciy l v.. l y l l 


t"rrrt*t"t car 

LLV.V- L L LLaL 


a c o a t* o a c t - 1* 

y v_ y ci uyy l l l 


roacoaaoar 

v. y y v_ y ci ex y ex l. 


t"t"at"ot"oarr 

l l ex. u y uyui-v. 


a a a t" tra a a t* 

aay i_ l v~ ci ci y l 


60 


ccttcataat 


tttattcttc 




tdf torttrr 

L y V- Ly V_ L LV-V. 


arlrat"rat"t" 

CL L. L L.CL L L- CI L v. 


v_ Lyy l Q l v_ l y 


120 
j- 1. \j 


acaaat"t"t"ar 


l ci y y l y lv^ll 


t*at"at*t*at*aa 

Ld i_ y L LCI Lau 


t"rrt"rat"nnr 

LLV_ i_ l. a. i_y y v.. 


ratrt'art'cin 

v_ ex. lv. l ci v_ Lyy 


Ly LaLaya l y 


180 


1" c at" c c c an*f 

l- V- G l v_ v_ v_ ciy l_ 


nnrtatrart 

y y v_ l ci l v_cil. l 


tccctcctac 

LLL l_y \w 


ft* at* rl - "fart" 


rt~Tccrartt" 

*— L L L 


t"t"oaaciat*t"r 

l l y ci ay y l l\_ 


240 

C TV/ 


t"nnart"craa 


acaoat~at"cit" 

y V— c*. y y lci l y l 


aTrraaTara 

y l l, v. a. ci l ci l. ci 


Taaranarar 

l y ci \— y y a. l. 0 l. 


V-Uuvti LyL l y 


ttrftnaara 

l lll l y y y l. cx 


300 


atTtTat"t"at" 


qoc c ac nnrt 


at"aaaarat"t" 

y l y y ci ci v_ y v. l 


nnaaart""tra 


t*aaaaaaat"1" 

l. (A uy ci y y a l i_ 


artrfaaaaa 

y v. l l. Lyaytiu 


360 


tgctactctt 


tgtggggacc 


aagccttcac 


ggctgatget 


gggcttcatg 


ttcgtcacag 


420 


ccttcctgtc 


catgtggatc 


agcaatactg 


ccaccacggc 


catgatgata 


cccattgtgg 


480 


aggccatgct 


ggagcaaatg 


gtagccacaa 


atgtagcggt 


ggatgecage 


cagaggacaa 


540 


tggaactgtt 


ggacaagaac 


aaggccagcg 


aattgecagg 


aagccaggtg 


gtatttgaag 


600 


accccagtgt 


gcagaagcag 


gaggatgaag 


aaacaaagaa 


tatgtacaag 


gctatgaacc 


660 


tatgtgtgtg 


ctacgcagcc 


agcatcgggg 


gtacagccac 


ettgaceggg 


acgggaccca 


720 


acgtggtgct 


cctgggccag 


atgcaggaat 


tgtttcctga 


cagtaaagac 


gtcatgaact 


780 


ttgcatcttg 


gtttgcattt 


gccctcccaa 


acatgetttt 


gatgctggtg 


atggcctggc 


840 


tgtggctcct 


gtgtttttac 


atgagaccca 


atttaaaaaa 


aacttgeate 


tgctgtggga 


900 


ggaagaagaa 


ggacacggag 


aagattgcct 


ecaaggtget 


gtatgaggag 


tacaggaagc 


960 


tggggccctt 


gagctacgct 


gaatgcaacg 


tgctcttttg 


cttcggcctg 


ctcatcatcc 


1020 


tgtggttctc 


ccgagacccc 


ggcttcatgc 


ctggctggct 


gtccatcgcc 


tggatcgagg 


1080 


gaaataccaa 


gcatgtcacg 


gacgccacag 


tggecatett 


tgtggccatt 


ttgettttea 


1140 


tcgtaccctc 


acaaaagccc 


aagttcaatt 


tcagccgcca 


gactgaggaa 


gaaaggaaaa 


1200 


ctcccttcta 


ccccccgcca 


ctgctgaatt 


ggaaagtcac 
Page 


ccaagagaaa 
5 


gtgccctggg 


1260 
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gcattgtgct 


gctcctgggg 


ggaggatttg 


ctatggccaa 


aggatgtgag 


acttcagggc 


1320 


tctctgagtg 


gatggcgaga 


cagatggagc 


ccttgagctc 


agtgagacct 


gctattatta 


1380 


ccttgatctt 


gtcctgtatt 


gttgcaatga 


ccacagagtg 


cacgagtaac 


gtggccacta 


1440 


ctaccctgtt 


cctgcctatc 


tttgcctcca 


tggctcgttc 


catcggcatc 


catccactgt 


1500 


atgtcatgat 


tccctgcacc 


ttgagtgcgt 


cacttgcctt 


catgttgcct 


gtggccaccc 


1560 


cacctaacgc 


catcgtgttt 


gcctacggac 


acctcaaagt 


tattgacatg 


gtaaaaacag 


1620 


gattggtaat 


gaacatcctt 


ggaattgcat 


ctgtgtttct 


gtcagtcaac 


acctggggac 


1680 


gggctgtgtt 


taacttggat 


aaattccctg 


actgggcaaa 


tttgacacat 


attaacactt 


1740 


aggagaacca 


caagagcaca 


ggcttgtccc 


ccaacccttt 


cgaggactgc 


gaaccttctg 


1800 


gcacaccttg 


cacagagcac 


tggtgctcat 


accccagtgt 


gacccaatga 


tgtcaacacc 


1860 


ccaagaagat 


ctaaccaact 


agccacctct 


tcctccaggc 


tcaggttcag 


agatggcaac 


1920 


gggcgatggg 


aagataggct 


cagaagggaa 


aggaaccttt 


gagaggtcgt 


gaggcccatc 


1980 


ttccctagga 


cccttccatc 


tcacctgggc 


aggaaacaga 


gggactgggg 


ctcaagtcct 


2040 


gtaccacgtg 


gctttgaaag 


acttctgact 


ccatgctggg 


ctctggttct 


cacatgcctg 


2100 


ttcccacggt 


ctccacatgg 


ggatcagatg 


accaggagac 


agcccctgtg 


cctcttctgg 


2160 


atgttcccag 


atcaccatct 


ctatcaccac 


gaaggaactt 


cctctccagg 


acagaactct 


2220 


gatcttgaac 


actttccact 


gccagagtta 


gagtggaaat 


cacggccccc 


tgaagacttt 


2280 


gactctacat 


ggtgccatct 


ccaaccactg 


ggcaacctga 


ggtgctaaca 


ttgaggcctt 


2340 


cctgctcacc 


cttggctgac 


ctgttcccta 


cttgccttat 


ctcttattag 


ttaacagttt 


2400 


gaggcccctt 


cccagctccc 


cagtgagact 


tcatcaactc 


ctagatgctc 


ctggctgagg 


2460 


ctccccagaa 


agtccctgtt 


tgattgttct 


ggggatgctc 


atcctgccag 


cctggagcag 


2520 


ctgggtcata 


catcagggat 


ggacaatggt 


gtctctttag 


gggatggtgt 


taaagtggga 


2580 


tacctaaacc 


ttccttcctt 


tggctggatc 


cagagcagat 


tcagcagctc 


gtttataagg 


2640 


gctgggccac 


cacagttggt 


cctgttggac 


tcttgagctc 


ctccagaagg 


ccttttcctt 


2700 


gctgtctgtg 


cactgtgggc 


aagcctggta 


gcaaccgggc 


atggttgaga 


tgagcgatgc 


2760 


ttgctggtgt 


ctgagcggac 


agaccctgcc 


agagtaagct 


gactaggtag 


agtgtccatg 


2820 


ggaacccatg 


ggaccactca 


catgaaaggg 


agacagaaga 


ggaagctctc 


ccttgtcctt 


2880 


cagggatgct 


ctcttccttg 


cttaatttgc 


tctgaaaaga 


agcatgagtg 


gggagataag 


2940 


d Lccy uyyd l 




■♦-■♦-■f--t-/-/— 

t l l uccaggc 


dyddydCdy L 


dtydyydccc 


aaggag lccc 


jUUU 


catcaaagac 


caagtatgtg 


tctggctcct 


tgggagggat 


ggctcctgac 


catactgtcg 


3060 


aaggcttgct 


cttgtcaaat 


actctgtctg 


ctatggaaag 


ttccagtgtg 


ctgactggtc 


3120 


tgtgatttcg 


tgccttgtga 


aggagacaga 


gggaggcaag 
Page 


atgaataaac 
6 


agttgctctc 


3180 
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tgtccacctc caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3240 
aaaaaaaaaa aaaa 3254 

<210> 4 

<211> 572 

<212> PRT 

<213> rat NaCT 

<400> 4 

Met Ala Ser Ala Lys Thr Tyr val Thr Lys Phe Lys Ser Phe Val lie 
1 5 10 15 

Leu Phe Phe Ala Pro lie Leu Leu Leu Pro Leu lie lie Leu Val Pro 
20 25 30 

Asp Lys Phe Ala Arg Cys Ala Tyr val lie lie Leu Met Ala lie Tyr 
35 40 45 

Trp Cys Thr Asp val lie Pro Val Ala lie Thr Ser Leu Leu Pro val 
50 55 60 

Leu Leu Phe Pro Leu Leu Lys val Leu Asp Ser Lys Gin Val Cys val 
65 70 75 80 

Gin Tyr Met Thr Asp Thr Asn Met Leu Phe Leu Gly Ser Leu lie val 
85 90 95 

Ala Thr Ala Val Glu Arg Trp Glu Leu His Lys Arg lie Ala Leu Arg 
100 ~ 105 ~ 110 

Met Leu Leu Phe val Gly Thr Lys Pro Ser Arg Leu Met Leu Gly Phe 
115 120 ~ 125 

Met Phe Val Thr Ala Phe Leu Ser Met Trp lie Ser Asn Thr Ala Thr 
130 135 140 

Thr Ala Met Met lie Pro lie Val Glu Ala Met Leu Glu Gin Met val 
145 150 155 160 

Ala Thr Asn Val Ala Val Asp Ala Ser Gin Arg Thr Met Glu Leu Leu 
165 170 " 175 

Asp Lys Asn Lys Ala Ser Glu Leu Pro Gly Ser Gin val val Phe Glu 
180 185 190 

Asp Pro Ser Val Gin Lys Gin Glu Asp Glu Glu Thr Lys Asn Met Tyr 
195 200 205 
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Lys Ala Met Asn Leu Cys Val Cys Tyr Ala Ala Ser lie Gly Gly Thr 
210 215 220 

Ala Thr Leu Thr Gly Thr Gly Pro Asn Val val Leu Leu Gly Gin Met 
225 230 235 240 

Gin Glu Leu Phe Pro Asp Ser Lys Asp val Met Asn Phe Ala Ser Trp 
245 250 255 

Phe Ala Phe Ala Leu Pro Asn Met Leu Leu Met Leu Val Met Ala Trp 
260 265 270 

Leu Trp Leu Leu Cys Phe Tyr Met Arg Pro Asn Leu Lys Lys Thr Cys 
275 280 285 

lie Cys Cys Gly Arg Lys Lys Lys Asp Thr Glu Lys lie Ala ser Lys 
290 295 300 

val Leu Tyr Glu Glu Tyr Arg Lys Leu Gly Pro Leu Ser Tyr Ala Glu 
305 310 315 320 

Cys Asn Val Leu Phe Cys Phe Gly Leu Leu lie He Leu Trp Phe Ser 
325 330 335 

Arg Asp Pro Gly Phe Met Pro Gly Trp Leu Ser lie Ala Trp lie Glu 
340 345 350 

Gly Asn Thr Lys His Val Thr Asp Ala Thr val Ala lie Phe Val Ala 
355 360 365 

lie Leu Leu Phe lie val Pro Ser Gin Lys Pro Lys Phe Asn Phe Ser 
370 375 380 

Arg Gin Thr Glu Glu Glu Arg Lys Thr pro Phe Tyr Pro Pro Pro Leu 
385 390 395 400 

Leu Asn Trp Lys val Thr Gin Glu Lys Val Pro Trp Gly lie Val Leu 
405 410 415 

Leu Leu Gly Gly Gly Phe Ala Met Ala Lys Gly Cys Glu Thr ser Gly 
420 425 430 

Leu Ser Glu Trp Met Ala Arg Gin Met Glu Pro Leu Ser Ser Val Arg 
435 440 445 

Pro Ala lie lie Thr Leu lie Leu Ser Cys lie Val Ala Met Thr Thr 
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455 460 



Glu Cys Thr Ser Asn val Ala Thr Thr Thr Leu Phe Leu Pro lie Phe 
465 470 475 480 

Ala Ser Met Ala Arg ser lie Gly lie His Pro Leu Tyr val Met lie 
485 490 495 

Pro Cys Thr Leu Ser Ala Ser Leu Ala Phe Met Leu Pro val Ala Thr 
500 505 510 

Pro Pro Asn Ala lie val Phe Ala Tyr Gly His Leu Lys val lie Asp 
515 520 525 

Met val Lys Thr Gly Leu val Met Asn lie Leu Gly lie Ala Ser val 
530 535 540 

Phe Leu Ser val Asn Thr Trp Gly Arg Ala val Phe Asn Leu Asp Lys 
545 550 555 560 

Phe Pro Asp Trp Ala Asn Leu Thr His lie Asn Thr 
565 570 

<210> 5 
<211> 3248 
<212> DNA 
<213> human NaCT 

<400> 5 



ccctcccgcg 


cgatggcctc 


ggcgctgagc 


tatgtctcca 


agttcaagtc 


cttcgtgatc 


60 


ttgttcgtca 


ccccgctcct 


gctgctgcca 


ctcgtcattc 


tgatgcccgc 


caagtttgtc 


120 


aggtgtgcct 


acgtcatcat 


cctcatggcc 


atttactggt 


gcacagaagt 


catccctctg 


180 


gctgtcacct 


ctctcatgcc 


tgtcttgctt 


ttcccactct 


tccagattct 


ggactccagg 


240 


caggtgtgtg 


tccagtacat 


gaaggacacc 


aacatgctgt 


tcctgggcgg 


cctcatcgtg 


300 


gccgtggctg 


tggagcgctg 


gaacctgcac 


aagaggatcg 


ccctgcgcac 


gctcctctgg 


360 


gtgggggcca 


agcctgcacg 


gctgatgctg 


ggcttcatgg 


gcgtcacagc 


cctcctgtcc 


420 


atgtggatca 


gtaacacggc 


aaccacggcc 


atgatggtgc 


ccatcgtgga 


ggccatattg 


480 


cagcagatgg 


aagccacaag 


cgcagccacc 


gaggccggcc 


tggagctggt 


ggacaagggc 


540 


aaggccaagg 


agctgccagg 


gagtcaagtg 


atttttgaag 


gccccactct 


ggggcagcag 


600 


gaagaccaag 


agcggaagag 


gttgtgtaag 


gccatgaccc 


tgtgcatctg 


ctacgcggcc 


660 


agcatcgggg 


gcaccgccac 


cctgaccggg 


acgggaccca 


acgtggtgct 


cctgggccag 


720 


atgaacgagt 


tgtttcctga 


cagcaaggac 


ctcgtgaact 


ttgcttcctg 


gtttgcattt 


780 
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gcctttccca 


acatgctggt 


gatgctgctg 


ttcgcctggc 


tgtggctcca 


gtttgtttac 


840 


atgagattca 


attttaaaaa 


gtcctggggc 


tgcgggctag 


agagcaagaa 


aaacgagaag 


900 


gctgccctca 


aggtgctgca 


ggaggagtac 


cggaagctgg 


ggcccttgtc 


cttcgcggag 


960 


atcaacgtgc 


tgatctgctt 


cttcctgctg 


gtcatcctgt 


ggttctcccg 


agaccctggc 


1020 


ttcatgcccg 


gctggctgac 


tgttgcctgg 


gtggagggtg 


agacaaagta 


tgtctccgat 


1080 


gccactgtgg 


ccatctttgt 


ggctaccctg 


ctattcattg 


tgccttcaca 


gaagcccaag 


1140 


tttaacttcc 


gcagccagac 


tgaggaagaa 


aggaaaactc 


cattttatcc 


ccctcccctg 


1200 


ctggattgga 


aggtaaccca 


ggagaaagtg 


ccctggggca 


tcgtgctgct 


actagggggc 


1260 


ggatttgctc 


tggctaaagg 


atccgaggcc 


tcggggctgt 


ccgtgtggat 


ggggaagcag 


1320 


atggagccct 


tgcacgcagt 


gcccccggca 


gccatcacct 


tgatcttgtc 


cttgctcgtt 


1380 


gccgtgttca 


ctgagtgcac 


aagcaacgtg 


gccaccacca 


ccttgttcct 


gcccatcttt 


1440 


gcctccatgt 


ctcgctccat 


cggcctcaat 


ccgctgtaca 


tcatgctgcc 


ctgtaccctg 


1500 


agtgcctcct 


ttgccttcat 


gttgcctgtg 


gccacccctc 


caaatgccat 


cgtgttcacc 


1560 


tatgggcacc 


tcaaggttgc 


tgacatggtg 


aaaacaggag 


tcataatgaa 


cataattgga 


1620 


gtcttctgtg 


tgtttttggc 


tgtcaacacc 


tggggacggg 


ccatatttga 


cttggatcat 


1680 


ttccctgact 


gggctaatgt 


gacacatatt 


gagacttagg 


aagagccaca 


agaccacaca 


1740 


cacagccctt 


accctcctca 


ggactaccga 


accttctggc 


acaccttgta 


cagagttttg 


1800 


gggttcacac 


cccaaaatga 


cccaacgatg 


tccacacacc 


accaaaaccc 


agccaatggg 


1860 


ccacctcttc 


ctccaagccc 


agatgcagag 


atggacatgg 


gcagctggag 


ggtaggctca 


1920 


gaaatgaagg 


gaacccctca 


gtgggctgct 


ggacccatct 


ttcccaagcc 


ttgccattat 


1980 


ctctgtgagg 


gaggccaggt 


agccgaggga 


tcaggatgca 


ggctgctgta 


cccgctctgc 


2040 


ctcaagcatc 


ccccacacag 


ggctctggtt 


ttcactcgct 


tcgtcctaga 


tagtttaaat 


2100 


gggaatcaga 


tcccctggtt 


gagagctaag 


acaaccacct 


accagtgccc 


atgtcccttc 


2160 


cagctcacct 


tgagcagcct 


cagatcatct 


ctgtcactct 


ggaagggaca 


ccccagccag 


2220 


ggacggaatg 


cctggtcttg 


agcaacctcc 


cactgctgga 


gtgcgagtgg 


gaatcagagc 


2280 


ctcctgaagc 


ctctgggaac 


tcctcctgtg 


gccaccacca 


aaggatgagg 


aatctgagtt 


2340 


gccaacttca 


ggacgacacc 


tggcttgcca 


cccacagtgc 


accacaggcc 


aacctacgcc 


2400 


cttcatcact 


tggttctgtt 


ttaatcgact 


ggccccctgt 


cccacctctc 


cagtgagcct 


2460 


ccttcaactc 


cttggtcccc 


tgttgtctgg 


gtcaacattt 


gccgagacgc 


cttggctggc 


2520 


accctctggg 


gtcccccttt 


tctcccaggc 


aggtcatctt 


ttctgggaga 


tgcttcccct 


2580 


gccatcccca 


aatagctagg 


atcacactcc 


aagtatgggc 


agtgatggcg 


ctctgggggc 


2640 


cacagtgggc 


tatctaggcc 


ctccctcacc 


tgaggcccag 


agtggacaca 


gctgttaatt 


2700 
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tccactggct atgccacttc agagtctttc atgccagcgt ttgagctcct ctgggtaaaa 2760 

tcttcccttt gttgactggc cttcacagcc atggctggtg acaacagagg atcgttgaga 2820 

ttgagcagcg cttggtgatc tctcagcaaa caacccctgc ccgtgggcca atctacttga 2880 

agttactcgg acaaagaccc caaagtgggg caacaactcc agagaggctg tgggaatctt 2940 

cagaagcccc cctgtaagag acagacatga gagacaagca tcttctttcc cccgcaagtc 3000 

cattttattt ccttcttgtg ctgctctgga agagaggcag tagcaaagag atgagctcct 3060 

ggatggcatt ttccagggca ggagaaagta tgagagcctc aggaaacccc atcaaggacc 3120 

gagtatgtgt ctggttcctt gggtgggacg attcctgacc acactgtcca gctcttgctc 3180 

tcattaaatg ctctgtctcc cgcggaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3240 

aaaaaaaa 3248 

<210> 6 

<211> 568 

<212> PRT 

<213> human NaCT 

<400> 6 

Met Ala Ser Ala Leu Ser Tyr Val Ser Lys Phe Lys Ser Phe val lie 
15 10 15 

Leu Phe Val Thr Pro Leu Leu Leu Leu Pro Leu Val lie Leu Met Pro 
20 25 30 

Ala Lys Phe Val Arg Cys Ala Tyr Val lie lie Leu Met Ala lie Tyr 
35 40 45 

Trp Cys Thr Glu Val lie Pro Leu Ala val Thr Ser Leu Met Pro Val 
50 55 60 

Leu Leu Phe Pro Leu Phe Gin lie Leu Asp Ser Arg Gin Val Cys val 
65 70 75 80 

Gin Tyr Met Lys Asp Thr Asn Met Leu Phe Leu Gly Gly Leu lie Val 
85 90 95 

Ala val Ala val Glu Arg Trp Asn Leu His Lys Arg lie Ala Leu Arg 
100 105 110 

Thr Leu Leu Trp Val Gly Ala Lys Pro Ala Arg Leu Met Leu Gly Phe 
115 120 " 125 

Met Gly val Thr Ala Leu Leu Ser Met Trp lie Ser Asn Thr Ala Thr 
130 135 140 
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Thr Ala Met Met val Pro lie val Glu Ala lie Leu Gin Gin Met Glu 
145 150 155 160 

Ala Thr Ser Ala Ala Thr Glu Ala Gly Leu Glu Leu Val Asp Lys Gly 
165 170 175 

Lys Ala Lys Glu Leu Pro Gly Ser Gin Val lie Phe Glu Gly Pro Thr 
180 185 190 

Leu Gly Gin Gin Glu Asp Gin Glu Arg Lys Arg Leu Cys Lys Ala Met 
195 200 205 

Thr Leu Cys lie Cys Tyr Ala Ala Ser lie Gly Gly Thr Ala Thr Leu 
210 215 220 



Thr Gly Thr Gly Pro Asn val Val Leu Leu Gly Gin Met Asn Glu Leu 

225 230 235 240 

Phe Pro Asp Ser Lys Asp Leu Val Asn Phe Ala ser Trp Phe Ala Phe 

245 250 255 

Ala Phe Pro Asn Met Leu Val Met Leu Leu Phe Ala Trp Leu Trp Leu 

260 265 270 

Gin Phe val Tyr Met Arg Phe Asn Phe Lys Lys ser Trp Gly Cys Gly 

275 " 280 285 

Leu Glu ser Lys Lys Asn Glu Lys Ala Ala Leu Lys Val Leu Gin Glu 

290 295 300 

Glu Tyr Arg Lys Leu Gly Pro Leu Ser Phe Ala Glu lie Asn val Leu 

305 310 315 320 

lie Cys Phe Phe Leu Leu Val lie Leu Trp Phe Ser Arg Asp Pro Gly 

325 330 335 

Phe Met Pro Gly Trp Leu Thr val Ala Trp Val Glu Gly Glu Thr Lys 

340 345 350 

Tyr val ser Asp Ala Thr Val Ala lie Phe Val Ala Thr Leu Leu Phe 

355 360 365 

lie Val Pro Ser Gin Lys Pro Lys Phe Asn Phe Arg ser Gin Thr Glu 

370 375 380 

Glu Glu Arg Lys Thr Pro Phe Tyr Pro Pro Pro Leu Leu Asp Trp Lys 
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385 390 395 400 

val Thr Gin Glu Lys val Pro Trp Gly lie val Leu Leu Leu Gly Gly 
405 410 415 

Gly Phe Ala Leu Ala Lys Gly Ser Glu Ala Ser Gly Leu Ser val Trp 
420 425 430 

Met Gly Lys Gin Met Glu Pro Leu His Ala Val Pro Pro Ala Ala lie 
435 440 445 

Thr Leu lie Leu Ser Leu Leu val Ala Val Phe Thr Glu Cys Thr Ser 
450 455 460 

Asn Val Ala Thr Thr Thr Leu Phe Leu Pro lie Phe Ala Ser Met Ser 
465 470 475 480 

Arg Ser lie Gly Leu Asn Pro Leu Tyr He Met Leu Pro Cys Thr Leu 
485 490 495 

Ser Ala Ser Phe Ala Phe Met Leu Pro val Ala Thr Pro Pro Asn Ala 
500 505 510 

lie val Phe Thr Tyr Gly His Leu Lys val Ala Asp Met val Lys Thr 
515 520 525 

Gly Val lie Met Asn lie lie Gly Val Phe Cys Val Phe Leu Ala Val 
530 535 540 

Asn Thr Trp Gly Arg Ala He Phe Asp Leu Asp His Phe Pro Asp Trp 
545 550 555 560 

Ala Asn val Thr His lie Glu Thr 
565 

<210> 7 
<211> 1747 
<212> DNA 

<213> C. elegans NaCT 
<400> 7 

gtttgagtgt taccactatc agacgaaggt atgaagccta gcccccagcg tacgttaata 60 
aaaaagcttc tggtacttct tggaccactt gttgcagtac ctctactctt ttttggaccg 120 
gagtacagat gtcttttctc aataatattt ttatcaacct attggattgg agaagcattt 180 
cccattggtg tcacttctct ctttccattg gcactttatc caattcttca gattgttcca 240 
tctaaacaaa ttagtccagt ttattttaaa gattcgatag ttctatttat gtgcacatta 300 
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agcatggcaa 


tggcggtaga 


agcaactgga 


ctccatcgaa 


gaatcgcact 


gaaattatta 


360 


acaaaagttg 


gagcaaagca 


accagtaatg 


ctgctgggtt 


tcatgtgcat 


cacgagtttc 


420 


atatcatttt 


tcgtttctga 


cacagcatgc 


acagctctta 


tgtgtccaac 


cgctgtggca 


480 


ctcctgatga 


gtatgtctga 


tgcagttcaa 


catttgaaag 


aagatcacag 


gaagccaaag 


540 


ccgccaccag 


atgatgctac 


tgttgctgaa 


aaaatgagaa 


tagatgatat 


gactcctcag 


600 


gatgctggtt 


tctgtaaagc 


attaattttg 


gcatgtgccc 


acgcatcgtt 


gatcggtggg 


660 


actgctatta 


tcacttcgac 


tgggccgaat 


ttagtttttc 


gagaaaatat 


tcacaagaga 


720 


taccccgagg 


gacaagtgac 


aatgacatac 


ctacaatgga 


tggttttcgc 


gataccacca 


780 


atgtttgtct 


accttcttgc 


atcttatatt 


attctggtgt 


gttatttcat 


gggcccctcg 


840 


acttttgctc 


gctggtttga 


aaggccttcc 


aaagaagaag 


ctcatttgaa 


aaaattaatt 


900 


gaaaagaata 


ttcagacaat 


gtatgaggat 


ttgggagatg 


tttcgtgggg 


cgaaaagtca 


960 


gtttttgtat 


tcttcattct 


cctaatcgga 


tcttggattt 


ctcgtgatcc 


cggattcaca 


1020 


cccggttggg 


gagatctttt 


accacacaga 


aacttcatat 


cagacagtgt 


ttctggagtc 


1080 


ttgatttctt 


gtattttatt 


tgtttggccc 


aaagatccat 


ttgatcctat 


tgatccaatg 


1140 


gctccgattc 


ttaaatggac 


cgacatgaaa 


agcaagtttt 


cctggtcgtg 


cacactttta 


1200 


atcggtgctg 


ggtatgctat 


ttcagaagga 


gttgataaat 


cgggattatc 


tagattgatt 


1260 


tcatgtggaa 


tgaaaaatat 


tttcgtgggg 


atgagctcac 


ttccattgca 


attaactgtg 


1320 


actacaatta 


ttgtgataat 


gacagagttt 


gcaagtaatg 


tgtccaccgg 


aagcattttc 


1380 


attccaattt 


ctttgggagt 


tgctgaatca 


atgggagttc 


atcctttata 


tcttgctctt 


1440 


ccaactactg 


tagcttgttc 


atttgctttt 


atgctaccaa 


tttcaacacc 


tccaaatgca 


1500 


gttgtatacg 


acactaaagt 


gatttcaatg 


gtggaaatga 


tagtctgtgg 


ttttctactc 


1560 


aatattgcgt 


gcatacttat 


cacatctctc 


aacatgaaca 


catggacata 


ttttattttt 


1620 


tcattgaata 


ttttccccga 


aaatattgta 


atatcttcag 


aaaactcttc 


atatccagtt 


1680 


tgctaatttt 


tgtacaaaat 


gtgtattgtc 


cgaatgaaac 


gtgtatttat 


taaaaaaaaa 


1740 


aaaaaaa 












1747 



<210> 8 

<211> 551 

<212> PRT 

<213> C. elegans NaCT 

<400> 8 

Met Lys Pro Ser Pro Gin Arg Thr Leu lie Lys Lys Leu Leu val Leu 
1 5 10 15 



Leu Gly Pro Leu val Ala Val Pro Leu Leu Phe Phe Gly Pro Glu Tyr 
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20 25 30 

Arg cys Leu Phe Ser lie lie Phe Leu Ser Thr Tyr Trp lie Gly Glu 
35 40 45 

Ala Phe Pro lie Gly val Thr Ser Leu Phe Pro Leu Ala Leu Tyr Pro 
50 55 60 

lie Leu Gin lie val Pro Ser Lys Gin lie Ser Pro val Tyr Phe Lys 
65 70 75 80 

Asp Ser lie val Leu Phe Met Cys Thr Leu Ser Met Ala Met Ala val 
85 90 95 

Glu Ala Thr Gly Leu His Arg Arg lie Ala Leu Lys Leu Leu Thr Lys 
100 ~ 105 110 

Val Gly Ala Lys Gin Pro Val Met Leu Leu Gly Phe Met Cys lie Thr 
115 120 125 

Ser Phe lie Ser Phe Phe val Ser Asp Thr Ala Cys Thr Ala Leu Met 
130 135 140 

Cys Pro Thr Ala val Ala Leu Leu Met Ser Met Ser Asp Ala val Gin 
145 150 155 160 

His Leu Lys Glu Asp His Arg Lys Pro Lys Pro Pro Pro Asp Asp Ala 
165 170 175 

Thr val Ala Glu Lys Met Arg lie Asp Asp Met Thr Pro Gin Asp Ala 
180 185 190 

Gly Phe Cys Lys Ala Leu lie Leu Ala Cys Ala His Ala Ser Leu lie 
195 200 205 

Gly Gly Thr Ala lie lie Thr ser Thr Gly Pro Asn Leu val Phe Arg 
210 215 220 

Glu Asn lie His Lys Arg Tyr Pro Glu Gly Gin Val Thr Met Thr Tyr 
225 230 235 240 

Leu Gin Trp Met val Phe Ala lie Pro Pro Met Phe val Tyr Leu Leu 
245 250 255 

Ala ser Tyr lie lie Leu val Cys Tyr Phe Met Gly Pro Ser Thr Phe 
260 265 270 
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Ala Arg Trp Phe Glu Arg Pro Ser Lys Glu Glu Ala His Leu Lys Lys 
275 280 285 

Leu lie Glu Lys Asn lie Gin Thr Met Tyr Glu Asp Leu Gly Asp val 
290 295 300 

Ser Trp Gly Glu Lys Ser val Phe val Phe Phe lie Leu Leu lie Gly 
305 310 315 320 

ser Trp lie Ser Arg Asp Pro Gly Phe Thr Pro Gly Trp Gly Asp Leu 
325 330 335 

Leu Pro His Arg Asn Phe lie Ser Asp Ser val ser Gly val Leu lie 
340 345 350 

Ser Cys lie Leu Phe val Trp Pro Lys Asp Pro Phe Asp Pro lie Asp 
355 360 365 

Pro Met Ala Pro lie Leu Lys Trp Thr Asp Met Lys Ser Lys Phe Ser 
370 375 380 

Trp Ser Cys Thr Leu Leu lie Gly Ala Gly Tyr Ala lie Ser Glu Gly 
385 390 395 400 

val Asp Lys Ser Gly Leu Ser Arg Leu lie Ser Cys Gly Met Lys Asn 
405 410 415 

lie Phe Val Gly Met Ser Ser Leu Pro Leu Gin Leu Thr val Thr Thr 
420 425 430 

lie lie Val lie Met Thr Glu Phe Ala Ser Asn Val Ser Thr Gly Ser 
435 440 445 

lie Phe lie Pro lie Ser Leu Gly val Ala Glu Ser Met Gly val His 
450 455 460 

Pro Leu Tyr Leu Ala Leu Pro Thr Thr Val Ala Cys Ser Phe Ala Phe 
465 470 475 480 

Met Leu Pro lie Ser Thr Pro Pro Asn Ala Val val Tyr Asp Thr Lys 
485 490 495 

val He Ser Met val Glu Met lie val cys Gly Phe Leu Leu Asn lie 
500 505 510 

Ala Cys lie Leu lie Thr Ser Leu Asn Met Asn Thr Trp Thr Tyr Phe 
515 520 525 

Page 16 



275.00080101.ST25.txt 

lie Phe ser Leu Asn lie Phe Pro Glu Asn lie val lie ser ser Glu 
530 535 540 

Asn ser ser Tyr Pro val Cys 
545 550 

<210> 9 

<211> 1735 

<212> DNA 

<213> mouse NaCT 



<400> 9 



atctcccttt 


cacacaataa 

v - uv -y v -y u *-yy 


attcaacaaa 


aacttatata 


accaaattca 


aatcctt tac 


60 




l LLULLLLya 


t"rct~oa tart" 

lll Lya LyL L 


tr Tartrate 

LLLaL LL.y LL 


attrtaatac 

a L LL Lyu L CI L 


ctaacaaatt 

L LVJULUuy L L 


120 


tarcaaatat" 

Ly\»vayy l y l 


acrt"at"aTTa 

y ll La v. y L l ci 


1"aat"rat"t*at" 

uay LLa v- La l 


aartat rtar 

y y l l y ll l a l 


taatararaa 

l y y Ly LaLay 


atatcatrrc 

a Ly LLU LLLL 


180 




Cl V- L L L L LLL 


tarrtatctt 

LyLL l y LL L L 


actrttrrra 

CIL LL L LLLLa 


cttttaaaaa 

l l l l Lyaayy 


ttrtaaartc 

l ll LyyaL ll 


240 


^.uay voyy l a 


t"ai"at"rraat" 

ty L_ Cl LLLdU L 


aratnaaooa 

a L a Lyuuyya 


rarcaarata 

LCtLLCtCtLCl Ly 


rtatt rrtaa 

L Ly L LLL l y y 


acaatrtcat 

y Lay ll llu l 


300 


tyy^ Ly Ly 


y l y Lyyaav. 


artaaaaart" 

y V- LyyauaL l 


trataanann 

llu Lauy uyy 


y L ^y lll Lya. 


aaat artart 

yaa LyL LyL l 


360 

-J \s\J 


lll uy >-yyy y 


a. v_ waay l ll l 


v.av.yyL LyuL 


nrtnnarttt 

y l Ly yy l l l l 


atntttntra 

Q Ly L L Ly LLU 


mnccTTccT 

LyyLL L LLL L 


420 


at* ccatataa 

y l l l u i. y Luy 


a LV.uyv.uu l a 


ct ace acme 

L Ly LLyLLUL 


anrratQatn 

uyLLu Ly u l y 


atacrratta 

U L U L L L CL L L y 


tooaonf f at 

LyyuyyLLU l 


480 


nrtriranraa 

y i— l y l a y v. a ci 


a i_y u Luy v.v.y 


rraataranr 

l l a u lci Lay l 


Ly Lyyctyy ll 


anrrl-nnnna 

oyLL Lyyyya 


rartnnanrt 

LaL LyyayL l 


S40 


nrt-nnaraan 

y l LyyuLaay 


uaLuayuLLu 


nrnanttnrr 

yLyay l l y l l 


annaanrran 

ciyyctciyLLCiy 


n 1~ n n 1" a 1" 1" 1" n 
y ^yy ua l l ty 


aanarrrraa 

uayaLLLLavl 


600 


*-y L y | - a yy a y 


c anna ana rn 

LayyuayuLy 


aanaaaraaa 


naal"atnta r 

y uCL LQ Ly LCIL 


a a nnr t a tnr 

uayyL La LyL 


a c c t a 1" n t* n t 

u l l l a Ly Ly l 


660 


t"Tnrtat"Tca 

i- LyL ia l l l a 


nrranrattn 

y V- my La l l y 


yyyy ^QLay l 


rarrttnarr 

LULL L LyuLL 


onnarnanar 

yyyciLyyyuL 


LLauLy Ly y L 


720 


actcctaaac 


caaatacaaa 
v.uya y^ yy 


UU V L y L L V.LL 


taacaataaa 

LyuLuy Laua 


aatatcctaa 

yu Ly lll Lya 


actatacatc 

u l La LyLa ll 


780 


ttggtttgga 


tttgccttcc 


ccaacatggt 


gatgatgctg 


gtgctggcct 


ggctgtggct 


840 


ccagtgcttg 


tacatgagac 


acaatttaaa 


aaaaacttgc 


atctgctgtg 


gggagaagaa 


900 


gagggacacc 


gagaagattg 


cctacaaagt 


gctgaacgag 


gagtaccaga 


agctggggtc 


960 


cttgagctac 


cctgaatgca 


acgtgctctt 


ttgcttcacc 


ctacttgtca 


tcctgtggtt 


1020 


ctcccgagac 


cccggcttca 


tgcctggctg 


gctgtcattc 


gectgggteg 


agggaaacac 


1080 


cgttcatatc 


acagatgcca 


cagtggccat 


ctttgtggcc 


attttgettt 


tcatcatacc 


1140 


ttcacaaaag 


cccaagttca 


acttcagcag 


ccagactgag 


gaagaaagga 


aaactccgtt 


1200 


ctacccccca 


gcactgctgg 


attggaaagt 


cgcccaagag 


aaagtgccct 


gggacatcgt 


1260 


gctgctcctg 


gggggagggt 


ttgctatggc 


aaaaggatgt 


gagaegtcag 


ggctctcgaa 


1320 


gtggatggca 


gcacagatgg 


aacccttgag 


attagtgaaa 


cctgctgtca 


ttaccttgat 


1380 


cttgtcctgt 


cttgttgcaa 


tgaccacaga 


gtgcacaagt 


aacgtggcca 


ctaccaccct 


1440 
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gttcctgcct atctttgcct ccatggctcg ttccattggt 


atccatcctc 


tgtatgtcat 


1500 


gattccctgt 


accatgagtg 


cttcacttgc 


cttcatgttg 


cctgtggcca 


ccccaccgaa 


1560 


tgccatcgtg 


tttgcctacg 


gacacctcag 


agttgttgac 


atgatgaaaa 


caggattgat 


1620 


aatgaacttc 


gttggaatcc 


tatctgtgtt 


tctgtcagtc 


aacacctggg 


gtcgggctat 


1680 


gtttaacttg 


gataacttcc 


ccgactgggc 


aaattcaaca 


agtgttaaca 


cttag 


1735 



<210> 10 

<211> 572 

<212> PRT 

<213> mouse NaCT 

<400> 10 

Met Asp Ser Ala Lys Thr Cys Val Thr Lys Phe Lys Ser Phe Ala lie 
15 10 15 

Leu Leu Phe Thr Pro lie Leu Met Leu Pro Leu Val lie Leu lie Pro 
20 25 30 

Asp Lys Phe Ala Arg Cys Ala Tyr val lie val lie Met Ala val Tyr 
35 ~ 40 45 

Trp Cys Thr Asp Val lie Pro val Ala val Thr Ser Leu Leu Pro val 
50 55 60 

Leu Leu Phe Pro Leu Leu Lys Val Leu Asp Ser Lys Gin Val Cys lie 
65 70 75 80 

Gin Tyr Met Lys Asp Thr Asn Met Leu Phe Leu Gly Ser Leu lie val 
85 90 95 

Ala Val Ala val Glu Arg Trp Lys Leu His Lys Arg val Ala Leu Arg 
100 105 ' 110 

Met Leu Leu Phe Val Gly Thr Lys Pro ser Arg Leu Met Leu Gly Phe 
115 120 125 

Met Phe Val Thr Ala Phe Leu Ser Met Trp lie Ser Asn Thr Ala Ala 
130 135 140 

Thr Ala Met Met lie Pro lie val Glu Ala Met Leu Gin Gin Met lie 
145 150 155 160 

Ala Ala Asn Thr Ala Val Glu Ala Ser Leu Gly Thr Leu Glu Leu Leu 
165 170 175 

Asp Lys Asn Lys Thr ser Glu Leu Pro Gly Ser Gin val val Phe Glu 
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180 185 190 

Asp Pro Asn val Gin Glu Gin Glu Asp Glu Glu Thr Lys Asn Met Tyr 
195 200 205 

Lys Ala Met His Leu Cys val Cys Tyr Ser Ala Ser He Gly Gly Thr 
210 215 220 

Ala Thr Leu Thr Gly Thr Gly Pro Asn val val Leu Leu Gly Gin Met 
225 230 235 240 

Gin Glu Leu Phe Pro Asp Ser Lys Asp val Leu Asn Tyr Ala Ser Trp 
245 250 255 

Phe Gly Phe Ala Phe Pro Asn Met val Met Met Leu val Leu Ala Trp 
260 265 270 

Leu Trp Leu Gin Cys Leu Tyr Met Arg His Asn Leu Lys Lys Thr Cys 
275 280 285 

lie Cys Cys Gly Glu Lys Lys Arg Asp Thr Glu Lys lie Ala Tyr Lys 
290 295 300 

Val Leu Asn Glu Glu Tyr Gin Lys Leu Gly Ser Leu Ser Tyr Pro Glu 
305 310 315 320 

Cys Asn val Leu Phe Cys Phe Thr Leu Leu val lie Leu Trp Phe Ser 
325 330 335 

Arg Asp Pro Gly Phe Met Pro Gly Trp Leu Ser Phe Ala Trp val Glu 
340 345 350 

Gly Asn Thr val His lie Thr Asp Ala Thr Val Ala lie Phe val Ala 
355 360 365 

lie Leu Leu Phe lie He Pro Ser Gin Lys Pro Lys Phe Asn Phe Ser 
370 375 380 

Ser Gin Thr Glu Glu Glu Arg Lys Thr Pro Phe Tyr Pro Pro Ala Leu 
385 390 ~ 395 400 

Leu Asp Trp Lys val Ala Gin Glu Lys val Pro Trp Asp lie val Leu 
405 410 415 

Leu Leu Gly Gly Gly Phe Ala Met Ala Lys Gly Cys Glu Thr Ser Gly 
420 425 430 
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Leu Ser Lys Trp Met Ala Ala Gin Met Glu Pro Leu Arg Leu val Lys 
435 440 445 

Pro Ala val lie Thr Leu lie Leu Ser Cys Leu Val Ala Met Thr Thr 
450 455 460 

Glu Cys Thr Ser Asn val Ala Thr Thr Thr Leu Phe Leu Pro lie Phe 
465 470 475 480 

Ala Ser Met Ala Arg Ser lie Gly lie His Pro Leu Tyr Val Met lie 
485 490 495 

Pro cys Thr Met Ser Ala Ser Leu Ala Phe Met Leu Pro val Ala Thr 
500 505 510 

Pro Pro Asn Ala lie val Phe Ala Tyr Gly His Leu Arg val val Asp 
515 520 525 

Met Met Lys Thr Gly Leu lie Met Asn phe val Gly lie Leu ser val 
530 535 540 

Phe Leu Ser Val Asn Thr Trp Gly Arg Ala Met Phe Asn Leu Asp Asn 
545 550 " 555 560 

Phe Pro Asp Trp Ala Asn ser Thr ser val Asn Thr 
565 570 



<210> 11 
<211> 2551 
<212> DNA 

<213> zebrafish NaCT 












<400> 11 
agagatcagc 


gcacagaagt 


tttgcgcagt 


ttctcaccgt 


ttggacattt 


cattgtaaag 


60 


ttatccaaag 


ccgaaatgat 


ggcttcacgt 


gcactcaaac 


tagtatggaa 


gatgaaaaat 


120 


acattgattc 


ttttttgcac 


tccatttctt 


ctgcttcctt 


tgccacttgt 


cattggatca 


180 


aaggaggctg 


gatgtgcata 


tgttgtggta 


ctgatggcag 


tttactggtg 


tacagaggtg 


240 


ctgccgctgg 


ctgtcactgc 


tctcctgccc 


gctgtgctct 


ttcccctctt 


cagaatcatg 


300 


gagtcccaag 


acgtatgtat 


gcagtacctt 


aaggacacta 


acatgctgtt 


tctgggtggc 


360 


ctgatggtgg 


ccgtggctgt 


cgaacactgg 


aatctgcaca 


agcggatcgc 


cctgcgggtg 


420 


ctgctccttg 


tgggggttcg 


accagctctg 


ttaatgttgg 


gcttcatggg 


tgtaacagct 


480 


ttcctctcca 


tgtggatcag 


taacacggcc 


acaacagcca 


tgatggtgcc 


catcgttcag 


540 


gcagttctcg 


agcagctcaa 


caacacagca 


caacaagaac 


aaagctccat 


acctgagacc 


600 


gaggaaaaga 


gcactgagaa 


acagcctgag 


agcccgggtg 
Page 


aggaaaaagt 
20 


ggtactgaat 


660 
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ggcgacaact 


tctcaatgga 


gtcagaccct 


gaagaacatt 


cacgagaagc 


agaggaaagg 


720 


ctgaagatgt 


ctaaaggcct 


gaccctgtgc 


gtgtgttatg 


ccgccagcat 


cggcggcaca 


780 


gccacactca 


caggcactgg 


accaaacctc 


gttcttatgg 


gacagatgag 


ccaactgttc 


840 


ccggacaacc 


ctgacatcat 


taactttgcg 


tcatggtttg 


gatttgcctt 


tccaaacatg 


900 


atcatcatgc 


tcacgctggc 


ctggctgtgg 


ctacagatcg 


tgtttctggg 


aataaacttt 


960 


aaaaagacat 


ggggctgtgg 


gacggtgaag 


acggagaagg 


agatcgcggc 


ctataatgtg 


1020 


attaaagagg 


agcaccgcag 


tctcggccct 


atgacctttg 


gggagctgag 


tgtccttgcc 


1080 


ctcttcatcc 


tcctggtggt 


gctttggttc 


actcgtgatc 


caggcttcgt 


ggacggctgg 


1140 


gcgacacgct 


tcttcaatgc 


tgacaaagag 


tttgtgacag 


atgccacggt 


tgcagtgttt 


1200 


gtggctgcgc 


tgctctttgt 


ctttccctct 


aaaccaccac 


gattgtgctt 


ctggagaaca 


1260 


gagagtttcg 


acacagtgcc 


ccagcaagaa 


agtggcccga 


ctccagcttt 


gctgacatgg 


1320 


aaagtgacac 


agaagaagat 


gccatggagt 


attatactgc 


tgctgggagg 


aggctttgcc 


1380 


ctggctaagg 


gcagtgagat 


ctcaggattg 


tccaagtggc 


ttggagatca 


gatgtctcct 


1440 


cttcaaagca 


ttcctccatg 


ggcaatagct 


attgtcatat 


gtttaatgat 


cgcaaccttc 


1500 


actgaatgca 


ccagtaatgt 


ggccacagct 


acattatttc 


tgcctatact 


ggcatctatg 


1560 


tctcagtcta 


taggtgtgaa 


tcctctgtat 


gttatggtgc 


cctgtaccct 


cagtgcatct 


1620 


tttgccttca 


tgctccctgt 


ggcaactcct 


ccaaacgcca 


tcgtcttctc 


atacggatac 


1680 


ctcaaagtct 


ctgacatggc 


caagactggg 


atcgtcatga 


acatcatcgg 


catcctctcc 


1740 


atcaccttag 


ccattaacag 


ctggggcaga 


gccatcttca 


gtttagacac 


gttccccagc 


1800 


tgggcaaaca 


ctactgatgt 


ctaagagaca 


cagagagccg 


gactgcccca 


ctcaccactt 


1860 


gtgaacttca 


gattgtttcc 


agttctcatg 


tgaacagaga 


aaaccgatta 


tgaccactgt 


1920 


ttagtcattt 


cacacattca 


tgtctatctt 


ttacaaaacc 


gtggtgttca 


ctacagtctg 


1980 


tggacattgt 


aacaccaata 


tttgaatgat 


tcataaaaga 


caaaaataga 


ttttacaaat 


2040 


catgattttt 


ctgtagcatt 


acagcatact 


gtgagcactg 


agcatatatt 


tggaccattg 


2100 


gttgttcgct 


tttggcttgt 


gaaagagcat 


ttggacgcag 


aaactcaaca 


tcagtcatat 


2160 


tgtccccttg 


tgtccagact 


cagagccagt 


ggccggtttc 


actggagatc 


aatactgtac 


2220 


tttgacggtt 


caaatcactt 


catgttcata 


tgcgtaattt 


aaagctgctt 


taaacacagc 


2280 




cacatocaaa 

V* kX \*> %JL V- Vf V- KJL vj kjl 


aaaaactaaa 


aooctaaaal' 


"tatoTaaata 


tcatctaaat' 


2340 


ttttaagcac 


aaaagtatat 


ttagagtata 


tatatatata 


tatgaataaa 


tttatacata 


2400 


cctcagatat 


gcagagctgc 


tttgacagag 


taatcatgta 


catttcaaaa 


ttaattcaaa 


2460 


ctctattttt 


aatgtacatt 


tattaaaatt 


atgtattttg 


ttcatattta 


ctaataaatt 


2520 








Page 
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275.00080101.ST25.txt 
tttatttggt ttactcaaaa aaaaaaaaaa a 



2551 



<210> 12 

<211> 581 

<212> PRT 

<213> zebrafish NaCT 

<400> 12 

Met Ala Ser Arg Ala Leu Lys Leu val Trp Lys Met Lys Asn Thr Leu 
1 5 10 15 

lie Leu Phe Cys Thr Pro Phe Leu Leu Leu Pro Leu Pro Leu val lie 
20 25 30 

Gly ser Lys Glu Ala Gly Cys Ala Tyr val val val Leu Met Ala val 
35 40 45 

Tyr Trp Cys Thr Glu Val Leu Pro Leu Ala Val Thr Ala Leu Leu Pro 
50 55 60 

Ala Val Leu Phe Pro Leu Phe Arg lie Met Glu Ser Gin Asp Val Cys 
65 70 75 80 

Met Gin Tyr Leu Lys Asp Thr Asn Met Leu Phe Leu Gly Gly Leu Met 
85 90 95 

Val Ala Val Ala Val Glu His Trp Asn Leu His Lys Arg lie Ala Leu 
100 105 110 

Arg Val Leu Leu Leu val Gly val Arg Pro Ala Leu Leu Met Leu Gly 
115 120 125 

Phe Met Gly val Thr Ala Phe Leu Ser Met Trp lie Ser Asn Thr Ala 
130 135 140 

Thr Thr Ala Met Met val Pro lie val Gin Ala val Leu Glu Gin Leu 
145 150 155 160 

Asn Asn Thr Ala Gin Gin Glu Gin Ser ser lie Pro Glu Thr Glu Glu 
165 170 175 

Lys Ser Thr Glu Lys Gin Pro Glu Ser Pro Gly Glu Glu Lys val val 
180 185 190 

Leu Asn Gly Asp Asn Phe Ser Met Glu Ser Asp Pro Glu Glu His Ser 
195 200 205 

Arg Glu Ala Glu Glu Arg Leu Lys Met Ser Lys Gly Leu Thr Leu Cys 
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210 215 220 

Val Cys Tyr Ala Ala Ser lie Gly Gly Thr Ala Thr Leu Thr Gly Thr 
225 230 235 240 

Gly Pro Asn Leu Val Leu Met Gly Gin Met Ser Gin Leu Phe Pro Asp 
245 250 255 

Asn Pro Asp lie He Asn Phe Ala ser Trp Phe Gly Phe Ala Phe Pro 
260 265 270 

Asn Met lie lie Met Leu Thr Leu Ala Trp Leu Trp Leu Gin lie val 
275 280 285 

Phe Leu Gly lie Asn Phe Lys Lys Thr Trp Gly Cys Gly Thr val Lys 
290 295 300 

Thr Glu Lys Glu lie Ala Ala Tyr Asn val lie Lys Glu Glu His Arg 
305 310 315 320 

ser Leu Gly Pro Met Thr Phe Gly Glu Leu Ser val Leu Ala Leu Phe 
325 330 335 

lie Leu Leu Val val Leu Trp Phe Thr Arg Asp Pro Gly Phe Val Asp 
340 345 " 350 

Gly Trp Ala Thr Arg Phe Phe Asn Ala Asp Lys Glu Phe val Thr Asp 
355 " 360 365 

Ala Thr Val Ala val Phe val Ala Ala Leu Leu Phe val Phe Pro Ser 
370 375 380 

Lys Pro Pro Arg Leu Cys Phe Trp Arg Thr Glu Ser Phe Asp Thr val 
385 390 395 400 

Pro Gin Gin Glu Ser Gly Pro Thr Pro Ala Leu Leu Thr Trp Lys Val 
405 410 415 

Thr Gin Lys Lys Met Pro Trp Ser lie He Leu Leu Leu Gly Gly Gly 
420 425 430 

Phe Ala Leu Ala Lys Gly Ser Glu lie Ser Gly Leu Ser Lys Trp Leu 
435 440 445 

Gly Asp Gin Met Ser Pro Leu Gin ser lie Pro Pro Trp Ala lie Ala 
450 455 460 



Page 23 



275.00080101.ST25.txt 
lie val lie Cys Leu Met lie Ala Thr Phe Thr Glu Cys Thr ser Asn 
465 470 475 480 

val Ala Thr Ala Thr Leu Phe Leu Pro lie Leu Ala Ser Met Ser Gin 
485 490 495 

Ser lie Gly val Asn Pro Leu Tyr val Met val Pro cys Thr Leu Ser 
500 505 510 

Ala Ser Phe Ala Phe Met Leu Pro val Ala Thr Pro Pro Asn Ala lie 
515 520 525 

val Phe Ser Tyr Gly Tyr Leu Lys val ser Asp Met Ala Lys Thr Gly 
530 535 540 

lie val Met Asn lie lie Gly lie Leu Ser lie Thr Leu Ala lie Asn 
545 550 555 560 

Ser Trp Gly Arg Ala lie Phe Ser Leu Asp Thr Phe Pro Ser Trp Ala 
565 570 575 

Asn Thr Thr Asp val 
580 

<210> 13 
<211> 587 
<212> PRT 
<213> rat NaDCl 

<400> 13 

Met Ala Thr Cys Trp Pro Ala Leu Trp Ala Tyr Arg Phe Tyr Leu lie 
1 5 10 15 

val Leu Cys Leu Pro lie Phe Leu Leu Pro Leu Pro Leu lie val Gin 
20 25 30 

Thr Lys Glu Ala Tyr Cys Ala Tyr ser lie lie Leu Met Ala Leu Leu 
35 40 45 

Trp Cys Thr Glu Ala Leu Pro Leu Ala Val Thr Ala Leu Phe Pro lie 
50 55 60 

val Leu Phe Pro Leu Met Gly lie Met Asp Ala Ser Glu val cys lie 
65 70 75 80 

Glu Tyr Phe Lys Asp Thr Asn lie Leu Phe val Gly Gly Leu Met val 
85 90 95 
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Ala lie Ala val Glu His Trp Asn Leu His Lys Arg lie Ala Leu Gin 
100 105 110 

val Leu Leu lie lie Gly val Arg Pro Ala Leu Leu Leu Leu Gly Phe 
115 120 125 

Met Leu val Thr Ala Phe Leu Ser Met Trp lie Ser Asn Thr Ala Thr 
130 135 140 

Thr Ala Met Met val Pro lie Gly His Ala val Leu Glu Gin Leu Gin 
145 150 155 160 

Gly Ser Lys Lys Asp val Glu Gly Gly Asn Asn Asn Pro Thr Phe Glu 
165 170 175 

Leu Gin Glu Glu Cys Pro Gin Lys Glu Val Thr Lys Leu Asp Asn Gly 
180 185 190 

Gin Pro val Ser Ala Pro Ser Glu Pro Arg Thr Gin Lys Thr Gin Glu 
195 200 205 

His His Arg Phe Ser Gin Gly Leu ser Leu Cys lie cys Tyr Ser Ala 
210 215 220 

Ser lie Gly Gly lie Ala Thr Leu Thr Gly Thr Thr Pro Asn Leu val 
225 230 235 240 

Leu Gin Gly Gin Val Asn Ser Leu Phe Pro Gin Asn Gly Asn Val val 
245 250 255 

Asn Phe Ala Ser Trp Phe Gly Phe Ala Phe Pro Thr Met lie lie Leu 
260 265 270 

Leu Leu Leu Ala Trp Leu Trp Leu Gin val Leu Phe Leu Gly Val Asn 
275 280 285 

Phe Arg Lys Asn Phe Gly Phe Gly Glu Gly Glu Glu Glu Arg Lys Gin 
290 295 300 

Ala Ala Phe Gin Val lie Lys Thr Gin Tyr Arg Leu Leu Gly Pro Met 
305 310 315 320 

Ser Phe Ala Glu Lys Thr Val Thr Val Leu Phe val Leu Leu val val 
325 330 335 

Leu Trp Phe Thr Arg Glu Pro Gly Phe Phe Pro Gly Trp Gly Asp Thr 
340 345 350 

Page 25 



» V » 



275.00080101.ST25.txt 

val Phe Ala Asn Glu Lys Gly Gin Ser Met Ala Ser Asp Gly Thr val 
355 360 365 

Ala lie Phe lie ser Leu val Met Phe lie lie Pro Ser Lys lie Pro 
370 375 380 

Gly Leu Met Gin Asp Pro Lys Lys Pro Gly Lys Leu Lys Ala Pro Pro 
385 390 395 400 

Ala lie Leu Thr Trp Lys Thr val Asn Asp Lys Met Pro Trp Asn lie 
405 410 415 

Val lie Leu Leu Gly Gly Gly Phe Ala Leu Ala Lys Gly Ser Glu Gin 
420 425 * 430 

Ser Gly Leu Ser Glu Trp Leu Gly Asp Lys Leu Thr Pro Leu Gin His 
435 440 445 

lie Pro Pro Ser Ala Thr Ala Val lie Leu Cys Leu Leu lie Ala lie 
450 455 460 

Phe Thr Glu Cys Thr Ser Asn val Ala Thr Thr Thr Leu Phe Leu Pro 
465 470 475 480 

lie Leu Ala Ser Met Ala Gin Ala lie Cys Leu His Pro Leu Tyr val 
485 490 495 

Met Leu Pro Cys Thr Leu Ala Ala Ser Leu Ala Phe Met Leu Pro val 
500 505 510 

Ala Thr Pro Pro Asn Ala lie Val Phe Ser Phe Gly Gly Leu Lys val 
515 520 525 

Ser Asp Met Ala Arg Ala Gly Phe Leu Leu Asn lie lie Gly Val Leu 
530 535 540 

Ala lie Thr Leu Ser lie Asn Ser Trp Ser lie Pro lie Phe Lys Leu 
545 550 555 560 

Asp Thr Phe Pro Ser Trp Ala His Ser Asn Thr Ser Gin Cys Leu Leu 
565 570 575 

Asn Pro Ser Asn Ser Thr Val Pro Gly Gly Leu 
580 585 

<210> 14 
<211> 600 
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<212> PRT 
<213> rat NaDC3 

<400> 14 

Met Ala Ala Leu Ala Ala Leu Ala Lys Lys Val Trp Ser Ala Arg Arg 
1 5 10 15 

Leu Leu val Leu Leu Leu val Pro Leu Ala Leu Leu Pro lie Leu Phe 
20 25 30 

Ala Leu Pro Pro Lys Glu Gly Arg Cys Leu Tyr val lie Leu Leu Met 
35 40 45 

Ala val Tyr Trp Cys Thr Glu Ala Leu Pro Leu Ser Val Thr Ala Leu 
50 55 60 

Leu Pro lie lie Leu Phe Pro Phe Met Gly lie Leu Pro ser Ser Lys 
65 70 75 80 

Val Cys Pro Gin Tyr Phe Leu Asp Thr Asn Phe Leu Phe Leu Ser Gly 
85 90 95 

Leu lie Met Ala Ser Ala lie Glu Glu Arg Asn Leu His Arg Arg lie 
100 105 110 

Ala Leu Lys Val Leu Met Leu val Gly val Gin Pro Ala Arg Leu lie 
115 120 125 

Leu Gly Met Met Val Thr Thr Ser Phe Leu Ser Met Trp Leu Ser Asn 
130 135 140 

Thr Ala Ser Thr Ala Met Met Leu Pro lie Ala Ser Ala lie Leu Lys 
145 150 155 160 

Ser Leu Phe Gly Gin Arg Asp Thr Arg Lys Asp Leu Pro Arg Glu Gly 
165 170 175 

Glu Asp ser Thr Ala Ala Val Arg Gly Asn Gly Leu Arg Thr Val Pro 
180 185 190 

Thr Glu Met Gin Phe Leu Ala Ser ser Glu Gly Gly His Ala Glu Asp 
195 200 205 

val Glu Ala Pro Leu Glu Leu Pro Asp Asp Ser Lys Glu Glu Glu His 
210 215 220 

Arg Arg Asn lie Trp Lys Gly Phe Leu lie Ser lie Pro Tyr Ser Ala 
225 230 235 240 
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Ser lie Gly Gly Thr Ala Thr Leu Thr Gly Thr Ala Pro Asn Leu lie 
245 250 255 

Leu Leu Gly Gin Leu Lys Ser Phe Phe Pro Gin Cys Asp Val Val Asn 
260 265 270 

Phe Gly Ser Trp Phe lie Phe Ala Phe Pro Leu Met Leu Leu Phe Leu 
275 280 285 

Leu val Gly Trp Leu Trp lie Ser Phe Leu Tyr Gly Gly Met Ser Trp 
290 295 300 

Arg Gly Trp Arg Lys Lys Asn Ser Lys Leu Gin Asp val Ala Glu Asp 
305 310 315 320 

Lys Ala Lys Ala Val lie Gin Glu Glu Phe Gin Asn Leu Gly Pro lie 
325 330 335 

Lys Phe Ala Glu Gin Ala val Phe lie Leu Phe Cys Leu Phe Ala lie 
340 345 350 

Leu Leu Phe Ser Arg Asp Pro Lys Phe lie Pro Gly Trp Ala ser Leu 
355 360 365 

Phe Ala Pro Gly Phe Val Ser Asp Ala val Thr Gly Val Ala lie Val 
370 375 380 

Thr lie Leu Phe Phe Phe Pro Ser Gin Lys Pro Ser Leu Lys Trp Trp 
385 390 395 400 

Phe Asp Phe Lys Ala Pro Asn Ser Glu Thr Glu Pro Leu Leu Ser Trp 
405 410 415 

Lys Lys Ala Gin Glu Thr Val Pro Trp Asn lie lie Leu Leu Leu Gly 
420 425 430 

Gly Gly Phe Ala Met Ala Lys Gly Cys Glu Glu Ser Gly Leu Ser Ala 
435 440 445 

Trp lie Gly Gly Gin Leu His Pro Leu Glu His Val Pro Pro Leu Leu 
450 455 460 

Ala val Leu Leu lie Thr val Val lie Ala Phe Phe Thr Glu Phe Ala 
465 470 475 480 

Ser Asn Thr Ala Thr lie lie lie Phe Leu Pro val Leu Ala Glu Leu 
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485 490 495 

Ala lie Arg Leu His val His Pro Leu Tyr Leu Met lie Pro Gly Thr 
500 505 510 

val Ser cys Ser Tyr Ala Phe Met Leu Pro val Ser Thr Pro Pro Asn 
515 520 525 

Ser lie Ala Phe Ser Thr Gly His Leu Leu val Lys Asp Met val Arg 
530 535 540 

Thr Gly Leu Leu Met Asn Leu Met Gly val Leu Leu Leu Ser Leu Ala 
545 550 555 560 

Met Asn Thr Trp Ala Gin Ala lie Phe Gin Leu Gly Thr Phe Pro Asp 
565 570 575 

Trp Ala Asn Thr His Ala Ala Asn Val Thr Ala Leu Pro Pro Ala Leu 
580 585 590 

Thr Asn Asn Thr Val Gin Thr Leu 
595 600 

<210> 15 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 
<400> 15 

ctccaacttc ttcgctaacc 20 

<210> 16 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 
<400> 16 

ctagtgcgtc ttgtttccc 19 

<210> 17 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 
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<400> 17 

tcttttctcc ctccagtcag t 



21 



<210> 18 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 

<400> 18 

ggcaatcttc tcggtgtc 18 



<210> 19 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 



<210> 20 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 

<400> 20 

gttgatctcc gcgaagg 17 



<210> 21 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 



<210> 22 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 

<400> 22 

gaaatagcat acccagcacc 20 



<400> 19 

ctcggcgctg agctatgtct 



20 



<400> 21 

ctccatcgaa gaatcgcac 



19 
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<210> 23 
<211> 40 
<212> DNA 
<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 
<400> 23 

cccgggtatg aagcctagcc cccagcgtac gttaataaaa 



<210> 24 

<211> 45 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 

<400> 24 

gcggatccaa aaattagcaa actggatatg aagagttttc tgaag 



<210> 25 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 

<400> 25 

gtcgacgagg tgttaaactg tatagtcgtg gtg 



<210> 26 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 

<400> 26 

gccggatcca agaagtacca gaagcttttt tat 



<210> 27 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 

<400> 27 

gtctcccttt cacgcgatgg 



<210> 28 
<211> 29 
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<212> DNA 

<213> Artificial 

<220> 

<223> Artificially synthesized oligonucleotide primer 
<400> 28 

tcgtctagag cttgtgctct tgcggctct 



<210> 29 

<211> 17 

<212> PRT 

<213> Artificial 

<220> 

<223> Peptide consensus sequence 



<220> 

<221> PEPTIDE 

<222> (1) . . (1) 

<223> serine, alanine, cysteine, theonine or proline 
<220> 

<221> MISC_FEATURE 

<222> (3).. (4) 

<223> xaa can be any naturally occurring amino acid 
<220> 

<221> MISC_FEATURE 

<222> (6).. (7) 

<223> xaa can be any naturally occurring amino acid 
<220> 

<221> PEPTIDE 

<222> (9) . . (9) 

<223> valine, leucine, isoleucine, methionine 
<220> 

<221> PEPTIDE 

<222> (10) . . (10) 

<223> glycine, serine, alanine 

<220> 

<221> MISC_FEATURE 

<222> (11). .(13) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> MISC_FEATURE 

<222> (15).. (15) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> PEPTIDE 

<222> (16) . . (16) 

<223> isoleucine, leucine, valine, methionine 



<400> 29 



xaa ser xaa xaa Pro xaa xaa Pro xaa xaa xaa xaa xaa Asn xaa xaa 
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10 15 



val 



<210> 30 

<211> 21 

<212> PRT 

<213> human Nacr 

<400> 30 

Leu Ser Ala Ser Phe Ala Phe Met Leu Pro val Ala Thr Pro Pro Asn 
15 10 15 



Ala lie val Phe Thr 
20 



<210> 31 

<211> 21 

<212> PRT 

<213> rat NaCT 

<400> 31 

Leu Ser Ala Ser Leu Ala Phe Met Leu Pro val Ala Thr Pro Pro Asn 
15 10 15 



Ala lie Val Phe Ala 
20 
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